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[ Abstract] Background and purpose: Hepatocellular carcinoma (HCC) is one of the most common
malignant tumors. Intrahepatic recurrence is the main factor affecting its medium-term survival rate. Therefore,
the search for the markers of metastasis is essential. This study aimed to evaluate the relationship of expression of
tyrosine kinase phosphorylation Tyr416 of sarcoma (SRC pY416) in HCC with clinical parameters and prognosis.
Methods: Immunohistochemical method and Western blot were used to detect the expression of non-receptor tyrosine
kinase (SRC pY416) in 112 cases of HCC tissues and 40 cases of corresponding cancer adjacent normal liver tissues.
Hepatitis B virus (HBV) DNA and alpha fetoprotein (AFP) in patients were detected with chemiluminescence. In the 12
months Follow-up of the study, the association between SRC pY416 expression and clinical parameters was analyzed.
Results: SRC pY416 expressions in HCC (65.40+15.69) were higher than those in cancer adjacent normal liver tissues
(11.2542.73, P<0.001). The expressions of SRC pY416 were all associated with the age, the liver cirrhosis, the complete
capsule, the tumor differentiation, the HBV DNA and the AFP value of the patients (P<0.01). 12 months after operation,
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single factor analysis showed that the recurrence was associated with the tumor differentiation, the HBV DNA, the

AFP value and the expression of SRC pY416 of the patient (P<0.01). Multivariate analysis showed that the expression

of SRC pY416 was an independent prognostic factor for recurrence and metastasis in patients with HCC in 12 months.

Conclusion: SRC pY416 may play an important role in the metastasis of HCC. The expression of SRC pY416 may be

the marker for HCC liver metastasis.
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Fig. 1 Expression of SRC and SRC pY416 in HCC tissues and normal liver tissues adjacent to cancer
A: Expression of SRC in HCC tissues (x400); B: Expression of SRC in normal liver tissues adjacent to cancer (x400); C: Expression of SRC pY416
in HCC tissues (x400); D: Expression of SRC pY416 in normal liver tissues adjacent to cancer (x400); *: P<0.001, as compared with HCC tissues
# 1 HCCALAFESIEF AL FSRCHSRC pY416HILLEL
Tab.1 Comparison of SRC and SRC pY416 in HCC tissues and normal liver tissues adjacent to cancer

(&)
Group HCC tissues Normal liver tissues adjacent to cancer t value P value
SRC 65.40+£15.69 11.25+2.73 20.612 <0.001
SRC pY416 56.20+11.26 8.38+3.39 26.399 <0.001
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Fig.2 Expression of SRC and SRC pY416 in HCC tissues and

HCC tissues

normal liver tissues adjacent to cancer by Western blot
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Tab.2 Correlation between expression of SRC pY416 protein and clinicopathological features of HCC

()
Clinic pathologic feature SRC pY416 t value P value
Gender 0.332 0.741
Male 55.88+10.69
Female 55.13+10.01
Agelyear 5.979 <0.001
<60 59.29+11.77
=60 50.09+3.83
Cirrhosis 5.381 <0.001
Yes 56.41+10.64
No 48.20+3.49
Complete capsule -5.992 <0.001
Yes 48.60+2.37
No 56.37+£10.70
HBYV infection status 6.448 0.002
No hepatitis B group 50.75+8.66
Hepatitis B and DNA low group 54.75+10.95
Hepatitis B and DNA high group 59.7549.51
Degree of differentiation 51.972 <0.001
Poorly 67.85+8.12
Moderately 53.05+7.42
Well 41.75+6.98
AFP value py/(ng-mL™) 6.425 0.002
<20 52.15+10.66
20-399 57.00+10.45

=400 59.48+8.88




(P @HZESR L) 2017FF27555218 119
®3 HCCERERBI2NARNEREBHEERINER
Tab. 3 Single factor analysis of recurrence and metastasis in patients with HCC after 12 months of operation
Recurrence after 12 months N
Clinic pathologic feature ¢/t value P value
No Yes
Gender n(%) 0.109 0.741
Male 52(74.3) 30(71.4)
Female 18(25.7) 12(28.6)
Cirrhosis n(%) 4.948 0.026
Yes 60(85.7) 42(100.0)
No 10(14.3) 0(0.0)
Complete capsule n(%) 4.948 0.026
Yes 10(14.3) 0(0.0)
No 60(85.7) 42(100.0)
HBYV infection n(%) 5.657 0.017
Yes 50(71.4) 38(90.5)
No 20(28.6) 4(9.5)
Degree of differentiation n(%) 45.046 <0.001
Poorly 2(2.9) 24(57.1)
Moderately 60(85.7) 18(42.9)
Well 8(11.4) 0(0.0)
AFP value py/(ng-mL™") F+s 362.80+616.66 925.10+865.94 3.685 <0.001
Age/year X+s 59.63+7.17 44.43+9.76 -8.771 <0.001
SRC pY416 (%) F+s 49.69+6.44 65.67+7.97 11.015 <0.001
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